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Pyruvate Pyruvate + NADT + CoA See [14] Pig Heart Mitochondria
dehydrogenase | — Acetyl-CoA + NADH + CO,

Pyruvate Pyruvate + ATP 4+ CO- See [2] Chicken Liver

carboxylase — Oxaloacetate + ADP + P;

Malic Malate + NAD(P)" Ordered Bi Bi ([10]) Rabbit Heart Mitochondria
enzyme — Pyruvate + NAD(P)H + CO,

Transaminase | Asp + Oxoglutarate Ping-Pong Bi Bi ([15]) Pig Heart

(Asp/Glu) — Ogxaloacetate + Glu

Citrate Oxaloacetate + Acetyl-CoA Random Bi Bi ([20]) Rat Kidney, Rat Brain([20])
synthase — Citrate + CoA

Aconitase Citrate — Isocitrate Uni Uni Reversible ([12]) | Rat Liver Mitochondria
Isocitrate Isocitrate + NAD(P)™" Now Searching

dehydrogenase | — Oxoglutarate + NAD(P)H

Oxoglutarate Oxoglutarate + NAD' + CoA See [14] Pig Heart Mitochondria
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Succinate Succinate + Q Ping-Pong Bi Bi ([11]) Bovine Heart Mitochondria
dehydrogenase | — Fumarate + QH,

Fumarase Fumarate — Malate Uni Uni Reversible

Malate Malate + NAD™ Ordered Bi Bi ([9]) Human Liver Cytosol
dehydrogenase | — Oxaloacetate + NADH
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