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Results and perspectives
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Table and figures

Strains Relevant genotypes Amino acid requirement Source

168 trpC2 Trp BGSC
RM125 leuB8 argl5 hsmM hrsM Leu Arg T. Uozumi
Plasmid

Strains Antibiotic marker References
pLS20cat cm® 2
Strains Genetic backgrounds Plasmid Antibiotic marker References or source
BEST40401 RM125 pLS20cat cm® (2)
BEST21704 168 pLS20cat cm” This study
BEST2125 168 proB::pBRTc TcR 2)
BEST6006 RM125 proB::pBRTc TcR M, Itaya

Table. EBICEER L-MEE L plasmid
BGSC: Bacillus Genome Stock Center.

cm®: Chloramphenicol resistance, Tc™: Tetracycline resistance.
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Conjugational recipients
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